Species
Component Sample P P PK | SPECIES ID
PK | COMPONENT ID ~» PK | SAMPLE ID NAME
DATE ALIAS
ORGAN Subspecies
TREATMENT
TREATMENT DESCRIPTION —— | PK | SUBSPECIES ID
FK1 | SAMPLE —
FK2 | PLANT — NAME
J
p
Mutation
( ) —P»{ PK | MUTATION ID
Plant Line NAME
P PK | LINEID
NAME Supplier
Plant Object ALIAS
DESCRIPTION PK | SUPPLIERID
P PK | PLANT ID FK1 | MICROORGANISM NAME
FK2 |SPECIES —
m'\A’"SE FK3 | SUBSPECIES —
FK4 |MUTATION —
DESCRIPTION FK5 SUPPLIER Construct
FK1 | PLANT LINE — FK6 |CONSTRUCT ———p PK | CONSTRUCT ID
FK2 | CULTURE ) FK7 |LOCATION —
FK3 | CREATED BY B FK8 | CREATED BY — NAME
CREATED ON FK9 |PARENTA — DESCRIPTION
AMOUNT FK10 | PARENT B — FK1 | CREATED BY —
RESEARCH GROUP CREATED ON RESEARCH GROUP
HOMOZYGOUS M_SPECIES NUCLEIC ACID TYPE
M_STRAIN REFERENCE
MTA IMPORT
GRG INSERT NAME
GENERATION INSERT ORIENTATION
PASSPORT NUMBER INSERT SIZE
RESISTANCE
) ) PLANT RESISTANCE
N <€ g SOURCE ORGANISM
SOURCE RG
VECTOR
Culture PROMOTOR
p/PK | CULTURE ID PROMOTOR SIZE
NAME Location
DESCRIPTION
FK1 | LOCATION — P PK | LOCATION ID
FK2 | CREATED BY I
CREATED ON NAME
CULTURE CONDITION
[ Operator
\ \ p PK | OPERATOR ID
NAME

LIMS objects representing plants, plant lines, cultures and samples. Objects are depicted
as rectangles containing the respective attributes, foreign key relations as arrows. Primary
key attributes are underlined and denoted by PK, foreign keys by FK1 to FK10. Mandatory
attributes are bold.



